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ABSTRACT
Transforming growth factor-b (TGF-b) is a multifunctional cytokine that regulates a wide variety of cellular processes including proliferation,

differentiation, and extracellular matrix deposition. Dysregulation of TGF-b signaling is associated with several diseases such as cancer and

tissue fibrosis. TGF-b signals through two transmembrane proteins known as the type I (TGFBR1) and type II (TGFBR2) receptors. The levels of

these receptors at the cell surface are tightly regulated by several mechanisms, including degradation following recruitment of the E3

ubiquitin ligase SMAD ubiquitination regulatory factor (Smurf) 2 by SMAD7. In addition, TGF-b co-receptors can modulate TGF-b signaling

receptor activity in a cell-specific manner. We have previously identified a novel TGF-b co-receptor, CD109, a glycosyl phosphatidylinositol

(GPI)-anchored protein that negatively regulates TGF-b signaling. Despite CD109’s potential relevance as a regulator of TGF-b action in vivo,

the mechanisms by which CD109 regulates TGF-b signaling are still incompletely understood. Previously, we have shown that CD109

downregulates TGF-b signaling by promoting TGF-b receptor localization into the lipid raft/caveolae compartment and by enhancing TGF-b

receptor degradation. Here, we demonstrate that CD109 enhances SMAD7/Smurf2-mediated degradation of TGFBR1 in a ligand-dependent

manner. Moreover, we show that CD109 regulates the localization and the association of SMAD7/Smurf2 with TGFBR1. Finally, we

demonstrate that CD109’s inhibitory effect on TGF-b signaling and responses require SMAD7 and Smurf2 ubiquitin ligase activity. Taken

together, these results suggest that CD109 is an important regulator of SMAD7/Smurf2-mediated degradation of TGFBR1. J. Cell. Biochem.

9999: 1–9, 2011. � 2011 Wiley-Liss, Inc.
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T he multifunctional growth factor, transforming growth

factor-b (TGF-b) is composed of three different subtypes:

TGF-b1, TGF-b2, and TGF-b3 that regulate numerous cellular

processes, such as cell growth, differentiation, extracellular matrix

deposition, and immune responses. Dysregulation of the TGF-b

pathway has been implicated in several human diseases, including

autoimmune diseases, impaired wound healing, fibrotic disorders,

and cancer [Gordon and Blobe, 2008].

TGF-b mediates its effect by signaling through a pair of

transmembrane serine/threonine kinases, known as type I (TGFBR1)
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and type II (TGFBR2) receptors. Upon binding of TGF-b to TGFBR2,

a constitutively active kinase, TGFBR2 recruits TGFBR1 and induces

its phosphorylation on its GS domain [Wieser et al., 1995]. The

activated TGFBR1 phosphorylates its intracellular substrates, the

R-SMADs, SMAD2, and SMAD3, on their C-terminal SSXS motif.

The phosphorylated R-SMADs form complexes with the common

SMAD, SMAD4. These complexes accumulate in the nucleus and

regulate gene transcription. R-SMADs and SMAD4 possess two

conserved domains connected by a linker region: An N-terminal

MH1 domain, responsible for DNA binding and a C-terminal MH2
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domain, involved in receptor and SMAD interaction [Feng and

Derynck, 2005].

A subclass of SMADs, called the inhibitory SMADs (SMAD6 and

SMAD7), also have a C-terminal MH2 domain that does not contain

the SSXS phosphorylation site, and lacks the MH1 domain. While

SMAD6 inhibits more specifically BMP signaling, SMAD7 antag-

onizes TGF-b signaling by different mechanisms. SMAD7 competes

with SMAD2/3 for binding to the activated TGFBR1, thereby

preventing the phosphorylation of SMAD2/3 [Imamura et al., 1997;

Nakao et al., 1997]. Importantly, via its PYmotif located on its linker

region, SMAD7 binds to the WW domain of the HECT E3-ubiquitin

ligases, SMAD ubiquitination regulatory factor (Smurf) 1 and Smurf

2. Thus, SMAD7 acts as an adaptor protein that recruits Smurf1/2 to

the activated receptor complex, resulting in the ubiquitination of

TGFBR1, followed by receptor degradation and termination of

signaling [Kavsak et al., 2000; Ebisawa et al., 2001].

In most resting cells, SMAD7 localizes in the nucleus. Upon TGF-

b stimulation or after Smurf1/2 overexpression, SMAD7 is exported

out of the nucleus and the SMAD7/Smurf complex interacts with the

activated TGFBR1 at the plasma membrane [Suzuki et al., 2002].

Interestingly, because SMAD7 and Smurf2 reside in the lipid-raft/

caveolar compartment, internalization of the TGF-b receptor via the

caveolar route is associated with ubiquitination by Smurf2 followed

by TGF-b receptor degradation [Di Guglielmo et al., 2003]. Thus,

localization of the SMAD7/Smurf2 complex is essential for SMAD7

inhibitory function and molecules that modulate SMAD7/Smurf2

localization could be used as potential target to regulate TGF-b

signaling.

TGF-b signaling can be modulated at the receptor level by TGF-b

co-receptors such as betaglycan, endoglin, or CD109, in a cell-

specific manner [Bernabeu et al., 2009]. CD109 is a glycosyl

phosphatidylinositol (GPI)-anchored protein of 180 kDa that

belongs to the a2-macroglobulin/complement family [Lin et al.,

2002]. It binds the TGF-b1 subtype with high affinity, but displays

lower affinity for the other subtypes [Tam et al., 1998]. Moreover,

CD109 forms a heteromeric complex with the TGF-b signaling

receptors and negatively regulates TGF-b signaling in numerous cell

types [Finnson et al., 2006]. The importance of CD109 in

homeostasis is underscored by the observation that CD109 is

mutated in colorectal cancer [Sjoblom et al., 2006] and that CD109

expression is deregulated in many cancers [Hashimoto et al., 2004;

Zhang et al., 2005; Finnson et al., 2006; Hasegawa et al., 2007; Sato

et al., 2007; Hagiwara et al., 2008; Hasegawa et al., 2008] and in

psoriasis [Litvinov et al., 2011]. Given the potential significance of

CD109 in regulating TGF-b signaling in various diseases, delineat-

ing its mechanism of action is important, as it may lead to the

development of novel therapeutic strategies. Recently, we have

demonstrated that CD109 promotes the localization of TGF-b

receptors into the caveolae, a compartment of signaling down-

regulation. Moreover, we have shown that CD109 promotes TGF-b

receptor degradation [Bizet et al., 2011]. Here, we investigate

whether SMAD7 and Smurf2 are involved in this process. We

demonstrate that CD109 enhances SMAD7/Smurf2-dependent

degradation of TGFBR1 in a ligand-dependent manner, likely by

increasing the association of SMAD7/Smurf2 with the activated

TGF-b receptors, thereby inhibiting TGF-b signaling and responses.
2 CD109 REGULATES SMAD7/Smurf2 FUNCTION
MATERIALS AND METHODS

CELL LINES

The human keratinocyte cell line HaCaT, kindly provided by P.

Boukamp (Heidelberg, Germany), human embryonic kidney (HEK)

293 cells and COS-1 cells, both purchased from the American Type

Culture Collection, were cultured as described previously [Finnson

et al., 2006]. HaCaT clones stably expressing CD109 (or its empty

vector, EV) were selected and cultured in presence of 0.5mg/ml

Geneticin (Invitrogen, Carlsbad, CA).

TRANSIENT TRANSFECTIONS AND siRNA TREATMENT

HaCaT, 293, and COS-1 cells were transfected with different

combinations of the following plasmids: CD109 or its empty vector

(EV, pCMVSport6), 6myc-SMAD7-WT (gift from T. Imamura, The

JFCR Cancer Institute, Tokyo), TGFBR2 and TGFBR1-WT or T204D-

HA, HA-SMAD7-WT or DPY, Flag-Smurf2WT or C716A (gifts from

J. Wrana, University of Toronto) using Superfect (Qiagen,

Mississauga, ON, Canada). Alternatively, HaCaT cells were trans-

fected with CD109 siRNA (ID#129083), SMAD7 siRNA # 1

(ID#17186), SMAD7 siRNA #2 (ID#17280) or a negative control

siRNA (ID#4611) (Ambion, Austin, TX) using Lipofectamine 2000

(Invitrogen).

CO-IMMUNOPRECIPITATION AND WESTERN BLOT

Lysates from 293 cells were immunoprecipitated with a mouse

monoclonal anti-HA (hemagglutinin) antibody (12CA5, Abgent,

San Diego, CA). Western blot analyses were conducted with the

following antibodies: Mouse monoclonal anti-CD109 (TEA 2/16,

BD Biosciences), anti-myc (9E10, ebiosciences, San Diego, CA) or

anti-Flag-M2 (Sigma Aldrich), anti-PAI-1 (Plasminogen Activator

Inhibitor -1) and anti-fibronectin (both from BD Biosciences), and

anti-b-actin antibodies (Santa Cruz Biotechnology), rabbit poly-

clonal anti-TGFBR1 (Cell Signaling Technologies, Danvers, MA).

IMMUNOFLUORESCENCE MICROSCOPY

293 cells were incubated with 250 pM biotinylated-TGF-b1 (R&D,

Minneapolis, MN) for 2 h at 48C, then with 10mg/ml streptavidin-

AF647 for 1 h at 48C and placed at 378C in D-MEM, 10% FBS, for

30min as described in Bizet et al. [2011]. Cells were fixed with 4%

paraformaldehyde and permeabilized with methanol. Non-specific

sites were blocked with 10% normal goat serum in PBS. Cells were

stained using an anti-CD109 antibody followed by an Alexa-

Fluor488 (AF488) conjugated anti-mouse IgG (Invitrogen) or by a

Cy5-conjugated Fab fragment goat anti-mouse IgG (Jackson

ImmunoResearch Lab, West Grove, PA) if another mouse antibody

was used in the following steps. Cells were then stained with a rabbit

anti-Flag antibody followed by a Cy3 conjugated anti-rabbit IgG (all

from Sigma Aldrich) or with an AF488 conjugated mouse anti-HA

antibody (Invitrogen). Cells were mounted in Mowiol as described

previously [Blanc et al., 2005]. Images were acquired with a LSM 510

META Axioplan 2 confocal laser scanning microscope (Carl Zeiss,

Toronto, ON, Canada). After background removal by median

filtering [Landmann and Marbet, 2004], Pearson correlation

coefficient was calculated using the JaCoP plug-in for ImageJ

[Bolte and Cordelieres, 2006].
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LUCIFERASE ASSAY

Cell lysates from 293 cells transfected with (CAGA)12-lux [Dennler

et al., 1999] and pCMV-b-galactosidase, CD109, TGFBR1-T204D,

Smurf2-WT, or Smurf2C716A (or their empty vectors) were

analyzed for luciferase activity and the values were normalized

to b-galactosidase activity.

STATISTICAL METHODS

Numerical results are represented as means of n independent

experiments� SEM. A two-tailed Student t-test was used to

determine statistical significance between two groups. Comparisons

within more than two groups were made by one-way analysis of

variance and multiple comparisons were made by Holm-Sidak test

(post-hoc) using the SigmaPlot software. A value of P< 0.05 was

considered significant.

RESULTS

CD109 FACILITATES SMAD7/Smurf2-MEDIATED DEGRADATION OF

TGFBR1 IN A TGF-b-DEPENDENT MANNER

We have previously demonstrated that overexpression of CD109 in

HaCaT and 293 cells accelerates TGF-b receptor degradation [Bizet

et al., 2011]. Here, we show that knockdown of CD109 expression

using siRNA in HaCaT cells significantly (P< 0.05) slows down

TGFBR1 degradation following TGF-b treatment, as compared to

control siRNA transfected cells (Fig. 1A). This demonstrates that

endogenous CD109 is able to promote TGFBR1 degradation in the

presence of ligand. Because we have previously demonstrated that

CD109 promotes localization of TGF-b receptors to the caveolar

compartment in a ligand-dependent manner [Bizet et al., 2011],

we decided to investigate whether CD109’s effect on TGFBR1

degradation is also ligand-dependent. TGFBR1 levels decrease after

TGF-b addition (Fig. 1B, lane 1 vs. 5), but this decrease is not

observed when CD109 expression is knocked down using CD109-

specific siRNA (Fig. 1B, lane 5 vs. 6). In contrast, no significant

difference in TGFBR1 level is detected in the absence of ligand

between control and CD109 siRNA transfected cells (Fig. 1B,

lane 1 vs. 2). This result suggests that endogenous CD109 promotes

TGFBR1 degradation, in the presence but not in the absence of

ligand.

Because SMAD7 is known to be a critical adaptor for Smurf2-

mediated degradation of TGFBR1, we then examined whether

CD109’s effect on TGFBR1 degradation involves SMAD7 expression.

When SMAD7 expression is knocked down, TGFBR1 levels increase

in the presence of TGF-b (Fig. 1B, lane 7 vs. 5), which is consistent

with SMAD7’s ability to mediate TGF-b-induced TGFBR1 degrada-

tion. Importantly, CD109 has no effect on TGFBR1 levels when

SMAD7 expression is knocked down (Fig. 1B, lane 7 vs. 8),

demonstrating that CD109’s ability to promote TGFBR1 degradation

requires SMAD7 expression. Taken together, these results suggest

that CD109 promotes ligand-dependent degradation of TGFBR1 by a

mechanism that requires SMAD7.

Next, we sought to determine whether CD109’s effect on TGFBR1

degradation involves both SMAD7 and the E3 ubiquitin ligase

Smurf2. Overexpression of Smurf2 and SMAD7 in COS-1 cells leads

to a decrease in TGFBR1 levels, consistent with their known ability
JOURNAL OF CELLULAR BIOCHEMISTRY
to induce TGFBR1 degradation (Fig. 1C, lane 3 and 4 vs. lane 1 and 2

and lane 7 and 8 vs. 5 and 6). Importantly, in the presence of TGF-b,

CD109 overexpression further decreases the level of TGFBR1

when SMAD7 and Smurf2 are co-transfected (Fig. 1C, lane 8 vs. 7),

suggesting that CD109 acts synergistically with SMAD7 and Smurf2

to mediate TGFBR1 degradation. However, in the absence of TGF-b,

CD109 has no effect on TGFBR1 degradation (Fig. 1C, lane 4 vs. 3).

The lack of significant effect of CD109 overexpression on TGFBR1

levels observed in the absence of SMAD7/Smurf2 transfection, but

in the presence of ligand (Fig. 1C, lane 5 vs. 6) might be due to the

short duration of treatment (90min), which might be insufficient to

induce CD109-mediated degradation in COS-1 cells, and/or to the

low level of endogenous SMAD7 in these cells. This raises the

possibility that CD109 may require transcription of SMAD7 to

facilitate TGFBR1 degradation. Interestingly, in the presence of TGF-

b, CD109 overexpression also decreases SMAD7 and Smurf2 levels.

This observation is consistent with previous reports demonstrating

that both SMAD7 and TGFBR1 are ubiquitinated by Smurf2 [Kavsak

et al., 2000] and that Smurf2 mediates its own auto-ubiquitination

[Ogunjimi et al., 2005]. Importantly, this result suggests that CD109

promotes the degradation of SMAD7/Smurf2/TGFBR1 complex, in

the presence of TGF-b.

We further examined the ability of CD109 to promote the

degradation of a constitutively active TGFBR1. CD109 over-

expression significantly decreases the level of activated TGFBR1

(TGFBR1-T204D) in both COS-1 and 293 cells transfected with

SMAD7 and Smurf2 (Fig. 1D), indicating that CD109 enhances

degradation of activated TGFBR1.

CD109 PROMOTES THE ASSOCIATION OF SMAD7/ Smurf2

WITH TGFBR1

Next, we explored the possibility that CD109 promotes TGFBR1

degradation by altering SMAD7/Smurf2 association with the TGF-b

receptors. Co-immunoprecipitation experiments reveal that the

association between TGFBR1 and SMAD7 is enhanced when CD109

is overexpressed, as compared to EV transfected cells, in 293 cells

(Fig. 2A). This result indicates that CD109 may promote or stabilize

the interaction between SMAD7 and TGFBR1. Moreover, both

SMAD7 and CD109 are co-immunoprecipitated with TGFBR1,

suggesting that CD109 may form a complex with TGFBR1 and

SMAD7. Consistent with the above result, CD109 is able to associate

with SMAD7 as shown by co-immunoprecipitation of CD109 with

SMAD7 (Fig. 2B). In addition, immunofluorescence and confocal

microscopy analysis reveals a strong colocalization signal between

CD109 (visualized in blue), SMAD7 (in green), and Smurf2 (in red)

(Fig. 2C), consistent with the notion that a complex between CD109,

SMAD7 and Smurf2 is formed. Next, we analyzed whether CD109

modulates the association of SMAD7 with Smurf2-WT or with

Smurf2-C716A [Kavsak et al., 2000], a catalytically inactive mutant

of Smurf2. Interestingly, CD109 overexpression increases the

association between SMAD7 and Smurf2-WT (Fig. 2D, lane 2

vs. 3, visualized on a high exposure film) or Smurf2-C716A

(Fig. 2D, lane 4 vs. 5, visualized on a lower exposed film), as

compared to EV transfection. When SMAD7 is co-transfected, the

level of Smurf2-WT (Fig. 2D, lane 1 vs. 2 and 3, total lysate)

decreases, likely due to SMAD7’s ability to relieve autoinhibition of
CD109 REGULATES SMAD7/Smurf2 FUNCTION 3



Fig. 1. CD109 increases SMAD7/Smurf2-mediated TGFBR1 degradation. A: Left panel: HaCaT cells transfected with control or CD109 siRNA were pre-incubated with 100 pM

TGF-b at 48C, and incubated at 378C for 0–4 h. Cell lysates were analyzed by western blot using the indicated antibodies. Right panel: Densitometry of TGFBR1 (expressed as a

percentage of its level at time 0 h; mean of n¼ 3 independent experiments, �SEM, �P< 0.05). B: Left panel: HaCaT cells transfected with CD109 siRNA, SMAD7 siRNA#1,

or negative control siRNA were treated with 100 pM TGF-b1 for 16 h to observe the degradation of TGFBR1 without any pre-incubation. Cell lysates were analyzed by

western blot using the indicated antibodies. Right panel: Densitometry of TGFBR1 (mean of n¼ 3 independent experiments, �SEM, �P< 0.05). C: Left panel: Cell lysates from

COS-1 cells co-transfected with the indicated cDNA and treated with or without 100 pM TGF-b for 90 min were analyzed by western blot using anti-TGFBR1, anti-HA,

anti-Flag, and anti-CD109 antibodies. Right panel: Densitometry of TGFBR1 (mean of n¼ 3 independent experiments, �SEM, �P< 0.05). D: Lysates from COS-1 cells

(top left panel) and 293 cells (top right panel), co-transfected with HA-TGFBR1-T204D, HA-SMAD7, Flag-Smurf2 and CD109 or EV were analyzed by western blot using the

same antibodies as in (C), except that HA-TGFBR1-T204D was detected using an anti-HA antibody. Bottom panel: Densitometry of TGFBR1 (mean of n¼ 3 independent

experiments, �SEM, �P< 0.05).
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Fig. 2. CD109 promotes the association of SMAD7/Smurf2 with TGFBR1. A, B,D: Co-Immunoprecipitation: Lysates from 293 cells transfected with TGFBR1-HA (A) or TGFBR1

(B and D) and TGFBR2 and the indicated cDNAs and treated with TGF-b for 90 min were subjected to immunoprecipitation with an anti-HA antibody followed by western blot

using the indicated antibodies. 6myc-SMAD7 run at the expected size of 55 kDa (6myc tag: 10 kDaþ SMAD7: 46 KDa). Densitometry of myc-SMAD7 levels in the

immunoprecipitates (A) is indicated at the bottom. (C) Immunofluorescence: 293 cells transfected with CD109, Flag-Smurf2-C716A, and HA-SMAD7 were stained for CD109

(blue), Flag (red), and HA (green) and analyzed by confocal microscopy. Colocalization of CD109 and SMAD7 appears in turquoise (overlay 1), while colocalization of SMAD7 and

Smurf2 appears in yellow (overlay 2). Triple colocalization appears in white (overlay 3). A representative cell from n¼ 3 independent experiments is shown.
Smurf2-WT [Wiesner et al., 2007]. Moreover, CD109 overexpression

leads to a greater decrease in the level of Smurf2-WT (but not

Smurf2-C716A) (Fig. 2D, lane 2 vs. 3, total lysate) and a decrease

in SMAD7 (Fig. 2D, lane 2 vs 3, total lysate), as seen in

Figure 1C, indicating that CD109 promotes the degradation of the

SMAD7/Smurf2 complex. Collectively, our results suggest that

CD109 enhances TGFBR1 degradation by promoting and/or

stabilizing the association of SMAD7/Smurf2 with the TGF-b

receptors.

CD109 INCREASES COLOCALIZATION OF Smurf2 WITH THE TGF-b

RECEPTORS, IN A SMAD7-DEPENDENT MANNER

Because localization of SMAD7 and Smurf2 to TGF-b receptors is a

critical step in the process by which Smad7/Smurf2 mediates TGF-b

receptor degradation, we next examined whether CD109 promotes

colocalization of Smurf2 with the TGF-b receptors in a SMAD7-

dependent manner. We have previously validated the use of biotin–

TGF-b followed by streptavidin treatment to specifically detect TGF-

b-bound to TGFBR1/TGFBR2 in 293 cells [Bizet et al., 2011]. Thus,

we used this system to analyze the colocalization of CD109 (blue),

biotin–TGF-b (green), and Smurf2 (red), in the presence or absence
JOURNAL OF CELLULAR BIOCHEMISTRY
of SMAD7, by confocal microscopy (Fig. 3). Compared to previous

experiments (Figs. 1 and 2), cells were treated with TGF-b for a

shorter period (30min) to observe the early event of the complex

formation (Fig. 3A), before too much degradation occurs. Moreover,

because Smurf2-WT transfection induces TGF-b receptor degrada-

tion (even at time 0 of TGF-b treatment, see Fig. 1C), quantitative

colocalization analyses were conducted with Smurf2-C716A,

a mutant unable to ubiquitinate the receptors [Kavsak et al.,

2000]. No major differences between Smurf2-WT and Smurf2-

C716A transfected cells are observed in the cellular localization of

Smurf2, CD109 or biotin–TGF-b (Fig. 3A vs. B). As reported

previously [Kavsak et al., 2000; Suzuki et al., 2002], transfection

of SMAD7-WT induces a relocalization of Smurf2-C716A at the

plasma membrane where it colocalizes with biotin–TGF-b

(i.e., activated receptors) (Fig. 3B, middle panel). Interestingly,

overexpression of SMAD7-WT increases the colocalization of

Smurf2-C716A with CD109 (Fig. 3B,C), suggesting that CD109

forms a complex with Smurf2, in the presence of SMAD7.

Importantly, in the presence of SMAD7-WT, CD109 overexpression

enhances the colocalization of Smurf2-C716A with the biotin–TGF-

b-bound TGF-b receptors (Fig. 3B, middle panel and D), as
CD109 REGULATES SMAD7/Smurf2 FUNCTION 5



Fig. 3. CD109 promotes colocalization of Smurf2 with TGF-b receptors, in a SMAD7-dependent manner. A: 293 cells transfected with CD109, TGFBR1/TGFBR2, Flag-

Smurf2-WT, HA-SMAD7-WT, or their corresponding empty vectors were treated with biotin-TGF-b/streptavidin (green) and incubated for 30 min at 378C. After fixation, cells

were stained for CD109 (blue) and Flag (red) and analyzed by confocal microscopy. The colocalization of biotin–TGF-b and Flag-Smurf2-WT appears in yellow (overlay 1). The

colocalization of CD109 and Flag-Smurf2-WT appears in purple and triple colocalization of TGF-b, Smurf2 and CD109 appears in white (overlay 2). B: 293 cells transfected with

CD109, TGFBR1/TGFBR2, Flag-Smurf2-C716A, HA-SMAD7-WT, or HA-SMAD7-DPY or their corresponding empty vectors were treated with biotin–TGF-b/streptavidin and

stained as in (A). The colocalization of biotin–TGF-b and Flag-Smurf2-C716A appears in yellow (overlay 1). The colocalization of CD109 and Flag-Smurf2-C716A appears in

purple and triple colocalization of TGF-b, Smurf2 and CD109 appears in white (overlay 2). Representative cells from n¼ 3 independent experiments are shown. C and D

Quantitative analysis (using Pearson correlation coefficient) of the colocalization between CD109 and Flag-Smurf2-C716A (C) and between biotin–TGF-b and Flag-Smurf2-

C716A (D), mean� SEM, �P< 0.05.
compared to EV transfected cells. In contrast, in the absence of

SMAD7, TGF-b receptors are found mainly in cytoplasmic vesicles

(Fig. 3B, top panel). These results suggest that CD109 can increase

the association between the E3 ubiquitin ligase Smurf2 and the

activated TGF-b receptors in a SMAD7-dependent manner. The

mechanism(s) involved in the localization of biotin–TGF-b

(activated receptors) mainly at the plasma membrane and not in
6 CD109 REGULATES SMAD7/Smurf2 FUNCTION
cytoplasmic vesicles in CD109/SMAD7-WT overexpressing cells

remains to be delineated (Fig. 3B, middle panel). Interestingly, in the

presence of SMAD7-DPY, a mutant unable to bind Smurf2, biotin–

TGF-b is located in cytoplasmic vesicles in both EV and CD109

transfected cells (Fig. 3B, bottom panel), indicating that CD109’s

ability to enhance Smurf2/TGF-b receptor colocalization requires

the interaction of SMAD7 with Smurf2Q2 (Supplementary Fig. S1).
JOURNAL OF CELLULAR BIOCHEMISTRY



INHIBITION OF TGF-b SIGNALING BY CD109 INVOLVES SMAD7

AND Smurf2 UBIQUITIN LIGASE ACTIVITY

The results presented so far show that CD109 promotes SMAD7/

Smurf2-dependent degradation of TGF-b receptors. We next

investigated if this mechanism is involved in mediating CD109’s

inhibitory effect on TGF-b signaling and responses. First, we

examined whether CD109’s inhibitory effect on transcriptional

activity induced by a constitutively active TGFBR1 (TGFBR1-

T204D) requires Smurf2 ubiquitin ligase activity using the SMAD3-

responsive (CAGA)12-lux reporter construct, in 293 cells. CD109

inhibits TGFBR1-T204D-induced signaling in control (pcDNA3

transfected) cells and in the presence of Smurf2-WT, but not in the

presence of Smurf2-C716A (Fig. 4A). The decreased transcriptional

activity in Smurf2-WT (compared to pcDNA3 transfected cells) is

likely due to an increase in TGFBR1 degradation, while the increased

transcriptional activity in Smurf2-C716A (compared to pcDNA3

transfected cells) may be due to a decrease in TGFBR1 (endogenous

TGFBR1 and transfected TGFBR1-T204D) degradation (Fig. 4A).

TGF-b is a potent inducer of extracellular matrix protein, such as

fibronectin and PAI-1 (plasminogen activator inhibitor-1), and we

have previously shown that CD109 inhibits TGF-b-induced

extracellular matrix synthesis [Finnson et al., 2006]. Thus, we
Fig. 4. CD109’s inhibition of TGF-b responses involves Smurf2 ubiquitin ligase activit

Smurf2-WT, Smurf2-C716A or their empty vectors, (CAGA)12-lux and b-galactosidas

normalized to b-galactosidase and results were expressed as percentage of EVþ TGFBR1

cells transfected with CD109 siRNA or negative control siRNA, Smurf2-WT or Smurf2-

western blot for fibronectin and actin. Bottom panel: Densitometry for TGF-b induced

transfected with CD109 siRNA, SMAD7 siRNAs or negative control siRNA were treated w

actin. Bottom panel: Densitometry for TGF-b-induced PAI-1 of n¼ 3 independent ex
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examined whether Smurf2 ubiquitin ligase activity is required for

CD109’s inhibitory effect on TGF-b-induced fibronectin synthesis in

HaCaT cells. CD109 knockdown increases TGF-b-induced fibronec-

tin expression in control transfected cells (Fig. 4B, lane 3 vs. 4)

and in Smurf2WT (Fig. 4B, lane 5 vs. 6) but not Smurf2-C716A

transfected cells (Fig. 4B, lane 7 vs. 8), indicating that endogenous

CD109 dampens TGF-b responses by a mechanism that involves

Smurf2 ubiquitin ligase activity. In addition, transfection of CD109

siRNA leads to an increase in TGF-b-induced PAI-1 levels

(Fig. 4C, lane 3 vs. 4) in control siRNA transfected cells, but not

in SMAD7 siRNA transfected cells (Fig. 4C, lane 7 vs. 8 and lane 11

vs. 12). These results suggest that CD109’s inhibition of TGF-b

responses require SMAD7 expression. Altogether, our results

suggest that CD109 negatively regulates TGF-b action by enhancing

SMAD7/Smurf2-mediated TGFBR1 degradation.

DISCUSSION

The novel TGF-b co-receptor, CD109, is a GPI-anchored protein

with high affinity for the TGF-b1 subtype and forms a complex with

the TGF-b signaling receptors, inhibiting TGF-b signaling in vitro
y and SMAD7. A: Cell lysates from 293 cells transfected with CD109, TGFBR1-T204D,

e were analyzed for luciferase and b-galactosidase activities. Luciferase activity was

-T204D control (mean of n¼ 4 independent experiments� SEM, �P< 0.05). B: HaCaT

C716A were treated for 16 h with or without 100 pM TGF-b1 and were analyzed by

fibronectin of n¼ 3 independent experiments, �P< 0.05. C: Left panel: HaCaT cells

ith 100 pM TGF-b1 for 16 h, and were analyzed by western blot for PAI-1, CD109, and

periments, �P< 0.05.
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[Finnson et al., 2006]. Deregulation of CD109 expression or

mutation of CD109 gene occurs in many cancers [Hashimoto

et al., 2004; Zhang et al., 2005; Sjoblom et al., 2006; Hasegawa et al.,

2007; Sato et al., 2007; Hagiwara et al., 2008; Hasegawa et al., 2008],

underscoring its potential relevance in vivo. We have previously

shown that CD109 downregulates TGF-b signaling by promoting

TGF-b receptor localization into the lipid raft/caveolae compart-

ment and by enhancing TGF-b receptor degradation [Bizet et al.,

2011]. However, the mechanisms by which CD109 promotes TGF-b

receptor degradation are not known. Our findings in the current

study show that CD109 acts synergistically with SMAD7 and Smurf2

to decrease TGFBR1 levels in the presence of ligand and that SMAD7

expression and Smurf2 ubiquitin ligase activity are essential for

CD109’s effect in promoting TGFBR1 degradation, indicating that

CD109 enhances SMAD7/Smurf2-mediated degradation of the

activated TGF-b receptors. Moreover, we demonstrate that CD109

increases the association of SMAD7/Smurf2 with the activated TGF-

b receptors. In addition, we show that CD109’s inhibitory effect on

TGF-b signaling and responses involve SMAD7 expression and

Smurf2 ubiquitin ligase activity. Taken together, these results

suggest that CD109 inhibits TGF-b signaling by promoting and/or

stabilizing that association of SMAD7/Smurf2 to the TGF-b

receptors, thereby enhancing their degradation in the presence of

ligand.

Previously, we have shown that CD109 promotes the localization

of TGFBR1 into caveolae [Bizet et al., 2011]. Our results in the

present study demonstrating that CD109 enhances TGF-b receptor

degradation mediated by SMAD7/Smurf2 is consistent with the

notion that localization to caveolae promotes TGF-b-receptor

degradation due to the presence of SMAD7 and Smurf2 in the

caveolar compartment [Di Guglielmo et al., 2003]. Moreover, our

finding that CD109 colocalizes with SMAD7 and Smurf2 is in

agreement with the previous reports that CD109 [Bizet et al., 2011]

and SMAD7 [Di Guglielmo et al., 2003] localize to caveolae. The

association between CD109 and SMAD7 is likely indirect since

CD109 is a cell-surface GPI-anchored protein and SMAD7 is a

nuclear/cytosolic protein. It is likely that TGFBR1 links CD109 with

SMAD7, since TGFBR1 has been shown to interact directly with

CD109 [Finnson et al., 2006] and SMAD7 [Hayashi et al., 1997]. By

promoting TGFBR1 localization to the caveolae in the presence of

TGF-b [Bizet et al., 2011], CD109 may facilitate the recruitment

of SMAD7/Smurf2 to TGF-b-bound receptors leading to their

degradation.

The subcellular localization of SMAD7 and Smurf2 is a critical

determinant of their function. CD109, by regulating the localization

of SMAD7/Smurf2 to the plasma membrane (and to the TGF-b-

bound receptors), may act as a key modulator of SMAD7/Smurf2

function. CD109 may thus control TGF-b receptor levels both by

promoting the localization of TGFBR1 to the caveolar compartment

and by linking it to SMAD7/Smurf2 mediated degradation of

TGFBR1. Therefore, it is likely that an aberrant expression or

localization of CD109 may lead to abnormal TGFBR1 degradation,

resulting in uncontrolled TGF-b signaling.

We have previously demonstrated that the CD109-mediated

caveolar localization of TGFBR1 occurs in a TGF-b-dependent

manner [Bizet et al., 2011]. Here, we provide evidence that CD109
8 CD109 REGULATES SMAD7/Smurf2 FUNCTION
promotes TGFBR1 degradation also in a ligand-dependent manner.

Our results showing that (overexpressed and endogenous) CD109

decreases the level of TGFBR1 in the presence, but not in the

absence, of ligand and that CD109 reduces the level of a

constitutively active TGFBR1 suggests that CD109 targets preferen-

tially the activated TGFBR1 to the caveolae and thus stabilizes the

complex formation of activated TGFBR1 with SMAD7/Smurf2.

Therefore, CD109 accelerates TGFBR1 degradation in the presence of

ligand. However, it remains to be determined whether and why

CD109 is unable to facilitate SMAD7/Smurf2 complex formation

with TGFBR1 in the absence of ligand. CD109 does not sequester

TGF-b receptor to caveolae where SMAD7/Smurf2 localize, in

unstimulated cells. Moreover, it is possible that when TGF-b levels

are below threshold, SMAD7 expression might be too low to observe

an effect of CD109 on TGFBR1 degradation. TGF-b has been shown

to induce SMAD7 expression [Nakao et al., 1997], which acts in a

negative feedback loop by recruiting the E3 ubiquitin ligase Smurf2

to activated TGFBR1, leading to TGF-b receptor degradation and

termination of signaling [Kavsak et al., 2000]. Our findings that

CD109 enhances SMAD7/Smurf2 association with the TGF-b

receptors and that CD109 enhances SMAD7/Smurf2-mediated

degradation of the activated TGFBR1 suggest that CD109 may

participate in the SMAD7 negative feedback loop to decrease the

intensity and duration of TGF-b signaling. Furthermore, our

observation that CD109’s inhibition of fibronectin and PAI-1

expression involves Smurf2 activity and SMAD7 expression

indicate that CD109 downregulates TGF-b responses by promoting

SMAD7/Smurf2-dependent TGF-b receptor degradation. Together,

our results suggest that CD109 plays a critical role in TGF-b signal

termination.

Escape from CD109’s negative regulation of TGF-b signaling and

thus its dampening effect on TGF-b responses may result in aberrant

TGF-b action that often leads to many human diseases such cancer

metastasis and tissue fibrosis. Thus, because alterations in CD109

expression and function can result in abnormal TGF-b responses,

CD109 may represent a novel therapeutic target for treatment of

diseases in which TGF-b is known to play a pathophysiological role.
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Wieser R, Wrana JL, Massagué J. 1995. GS domain mutations that constitu-
tively activate TbR-I, the downstream signaling component in the TGF-b
receptor complex. EMBO J 14:2199–2208.

Wiesner S, Ogunjimi AA, Wang H-R, Rotin D, Sicheri F, Wrana JL, Forman-
Kay JD. 2007. Autoinhibition of the HECT-Type ubiquitin ligase Smurf2
through its C2 domain. Cell 130:651–662.

Zhang J-m, Hashimoto M, Kawai K, Murakumo Y, Sato T, Ichihara M,
Nakamura S, Takahashi M. 2005. CD109 expression in squamous cell
carcinoma of the uterine cervix. Pathol Int 55:165–169.
Q1: Author: The Journal’s copyeditors have taken care to format your authorship according to journal style (First name, Middle Initial, Surname).

In the event a formatting error escaped their inspection, or there was insufficient information to apply journal style, please take a moment to

review all author names and sequences to ensure the accuracy of the authorship in the published article. Please note that this information will

also affect external indexes referencing this paper (e.g., PubMed).

Q2: Author: Supporting information has been given with the accepted manuscript but not cited in the text. A citation has been supplied. Please

check.
CD109 REGULATES SMAD7/Smurf2 FUNCTION 9



USING E-ANNOTATION TOOLS FOR ELECTRONIC PROOF CORRECTION 

Required Software

Adobe Acrobat Professional or Acrobat Reader (version 7.0 or above) is required to e-annotate PDFs.  
Acrobat 8 Reader is a free download: http://www.adobe.com/products/acrobat/readstep2.html.
For help with system requirements, go to: http://www.adobe.com/support/.

Once you have Acrobat Reader on your PC and open the proof, you will see the Commenting Toolbar 
(if it does not appear automatically go to Tools>Commenting>Commenting Toolbar). If these options 
are not available in your Adobe Reader menus then it is possible that your Adobe version is lower than 
7 or the PDF has not been prepared properly. 

PDF Annotations (Adobe Reader version 7 or 8) – Commenting Toolbars look like this:

(PC, Adobe version 7) 

(PC, Adobe version 8, right click on title bar (Comment & Markup) to show additional icons)  

(Mac) 

PDF Annotations (Adobe Reader version 9) 

If you experience problems annotating files in Adobe Acrobat Reader 9 then you may need to change a 
preference setting in order to edit. 

The default for the Commenting toolbar is set to ‘off’ in version 9. To change this setting select ‘Edit | 
Preferences’, then ‘Documents’ (at left under ‘Categories’), then select the option ‘Never’ for ‘PDF/A 
View Mode’. (the Commenting toolbar is the same as in version 8). 



PLEASE DO NOT ATTEMPT TO EDIT THE ARTICLE TEXT ITSELF

TO INDICATE INSERT, REPLACE, OR REMOVE TEXT 

Insert text 

Click the ‘Text Edits’  button on the Commenting toolbar. Click to set the cursor location in the 
text and simply start typing. The text will appear in a commenting box. You may also cut-and-paste text 
from another file into the commenting box. Close the box by clicking on ‘x’ in the top right-hand corner. It 
can be deleted by right clicking (for the PC, ctrl-click on the Mac) on it and selecting ‘Delete’. 

Replace text 

Click the ‘Text Edits’ button on the Commenting toolbar. To highlight the text to be replaced,  
click and drag the cursor over the text. Then simply type in the replacement text. The replacement text 
will appear in a commenting box. You may also cut-and-paste text from another file into this box. To 
replace formatted text (an equation for example) please Attach a file (see below).  

Remove text 

Click the ‘Text Edits’ button on the Commenting toolbar. Click and drag over the text to be deleted. 
Then press the delete button on your keyboard. The text to be deleted will then be struck through. 

HIGHLIGHT TEXT/MAKE A COMMENT

Click on the ‘Highlight’ button  on the commenting toolbar. Click and drag over the text. To make 
a comment, double click on the highlighted text and simply start typing. 

ATTACH A FILE 

Click on the ‘Attach a file’  button on the commenting toolbar. Click on the figure, table or 
formatted text to be replaced. A window will automatically open allowing you to attach a file. To make a 
comment, go to ‘General’ and then ‘Description’ in the ‘Properties’ window. A graphic will appear 
indicating the insertion of a file. 

LEAVE A NOTE/COMMENT

Click on the ‘Note Tool’  button on the commenting toolbar. Click to set the location of the 
note on the document and simply start typing. Do not use this feature to make text edits.

REVIEW

To review your changes, click on the ‘Show’  button on the commenting toolbar. Choose 
‘Show Comments List’. Navigate by clicking on a correction in the list. Alternatively, double click on any 
mark-up to open the commenting box. 

UNDO/DELETE CHANGE 

To undo any changes made, use the right click button on your mouse (for PCs, Ctrl-Click for Mac). 
Alternatively click on the ‘Edit’ in the main Adobe menu and then ‘Undo’. You can also delete edits 
using the right click (Ctrl-Click on the Mac) and selecting ‘Delete’.

SEND YOUR ANNOTATED PDF FILE BACK TO WILEY VIA jcbprod@wiley.com

Save the annotations to your file and return as an e-mail. Before returning, please ensure you have 
answered any questions raised on the Query form that you have inserted all the corrections: later 
inclusion of any subsequent corrections cannot be guaranteed.  

Note: Comprehensive instructions are provided within your PDF file: to access these instructions 
please click on the Comments and Markup menu in the main tool bar, or click on Help. 



 
These proofs have been typeset using figure files transmitted to production when this article was accepted for publication. 
Please review all figures and note your approval with your submitted proof corrections. You may contact the journal 
production team at JCBprod@wiley.com if you wish to discuss specific concerns. 
 
Because of the high cost of color printing, we can only print figures in color if authors cover the expense. If you have 
submitted color figures, please indicate your consent to cover the cost on the table listed below by marking the box 
corresponding to the approved cost on the table. The rate for this journal is $500 USD per printed page of color, 
regardless on the number of figures appearing on that page. 
 
Please note, all color images will be reproduced online in Wiley InterScience at no charge, whether or not you opt for color 
printing. 
 
You will be invoiced for color charges once the article has been published in print. 
 

Failure to return this form with your article proofs may delay the publication of your article. 
 

 
JOURNAL 

JOURNAL OF CELLULAR 
BIOCHEMISTRY MS. NO.  NO. COLOR PAGES  

 
MANUSCRIPT TITLE 

 

 
AUTHOR(S) 

 

 
No. Color Pages Color Charge No. Color Pages Color Charge No. Color Pages Color Charge 

     1 $500      5 $2500        9 $4500 
     2 $1000      6 $3000      10 $5000 
     3 $1500      7 $3500      11 $5500 
     4 $2000      8 $4000      12 $6000 

***Contact JCBprod@wiley.com for a quote if you have more than 12 pages of color*** 
 
 

  Please print my figures color     Please print my figures in black and white 
 
 

  Please print the following figures in color     
 
and convert these figures to black and white 

 

                           
 
Approved by  

 

 
Billing Address 

  
E-mail

 

   
Telephone

 

   
Fax

 

 



 
 
 
 
 
 
 
 
 
 

 
 
 
 
 

Additional reprint and journal issue purchases 
 

  
Should you wish to purchase additional copies of your article, 
 please click on the link and follow the instructions provided: 
https://caesar.sheridan.com/reprints/redir.php?pub=10089&acro=JCB  9&acro=JCB  
 
Corresponding authors are invited to inform their co‐authors of 
the reprint options available. 

 
Please note that regardless of the form in which they are acquired, 
reprints should not be resold, nor further disseminated in electronic form, nor 
deployed in part or in whole in any marketing, promotional or educational 
contexts without authorization from Wiley. Permissions requests should be 
directed to mailto: permissionsus@wiley.com 

 
For information about ‘Pay‐Per‐View and Article Select’ click on the following 
link: http://wileyonlinelibrary.com/ppv
  

 

https://caesar.sheridan.com/reprints/redir.php?pub=10089&acro=JCB
mailto:permissionsus@wiley.com
http://wileyonlinelibrary.com/ppv


A. COPYRIGHT

1. The Contributor assigns to Wiley-Blackwell, during the full term of copy-
right and any extensions or renewals, all copyright in and to the Contribution,
and all rights therein, including but not limited to the right to publish, repub-
lish, transmit, sell, distribute and otherwise use the Contribution in whole or in
part in electronic and print editions of the Journal and in derivative works
throughout the world, in all languages and in all media of expression now
known or later developed, and to license or permit others to do so. 

2. Reproduction, posting, transmission or other distribution or use of the final
Contribution in whole or in part in any medium by the Contributor as permit-
ted by this Agreement requires a citation to the Journal and an appropriate
credit to Wiley-Blackwell as Publisher, and/or the Society if applicable, suitable
in form and content as follows: (Title of Article, Author, Journal Title and 
Volume/Issue, Copyright © [year], copyright owner as specified in the Journal).
Links to the final article on Wiley-Blackwell’s website are encouraged where
appropriate.

B.  RETAINED RIGHTS

Notwithstanding the above, the Contributor or, if applicable, the Contributor’s
Employer, retains all proprietary rights other than copyright, such as patent
rights, in any process, procedure or article of manufacture described in the
Contribution.

C.  PERMITTED USES BY CONTRIBUTOR

1. Submitted Version. Wiley-Blackwell licenses back the following rights to
the Contributor in the version of the Contribution as originally submitted for
publication:

a. After publication of the final article, the right to self-archive on the Con-
tributor’s personal website or in the Contributor’s institution’s/employer’s
institutional repository or archive. This right extends to both intranets and
the Internet. The Contributor may not update the submission version or
replace it with the published Contribution. The version posted must contain
a legend as follows: This is the pre-peer reviewed version of the following
article:  FULL CITE, which has been published in final form at [Link to final
article].    

b. The right to transmit, print and share copies with colleagues.

2. Accepted Version. Re-use of the accepted and peer-reviewed (but not
final) version of the Contribution shall be by separate agreement with Wiley-
Blackwell. Wiley-Blackwell has agreements with certain funding agencies 
governing reuse of this version. The details of those relationships, and other
offerings allowing open web use, are set forth at the following website:
http://www.wiley.com/go/funderstatement. NIH grantees should check the
box at the bottom of this document.  

3. Final Published Version. Wiley-Blackwell hereby licenses back to the 
Contributor the following rights with respect to the final published version of
the Contribution:

a. Copies for colleagues. The personal right of the Contributor only to send
or transmit individual copies of the final published version in any format to
colleagues upon their specific request provided no fee is charged, and 
further-provided that there is no systematic distribution of the Contribu-
tion, e.g. posting on a listserve, website or automated delivery.

b. Re-use in other publications. The right to re-use the final Contribution or
parts thereof for any publication authored or edited by the Contributor
(excluding journal articles) where such re-used material constitutes less
than half of the total material in such publication. In such case, any modifi-
cations should be accurately noted.

c. Teaching duties. The right to include the Contribution in teaching or
training duties at the Contributor’s institution/place of employment includ-
ing in course packs, e-reserves, presentation at professional conferences,
in-house training, or distance learning. The Contribution may not be used
in seminars outside of normal teaching obligations (e.g. commercial semi-
nars). Electronic posting of the final published version in connection with
teaching/training at the Contributor’s institution/place of employment is
permitted subject to the implementation of reasonable access control
mechanisms, such as user name and password. Posting the final published
version on the open Internet is not permitted.

d. Oral presentations. The right to make oral presentations based on the
Contribution.

4. Article Abstracts, Figures, Tables, Data Sets, Artwork and Selected
Text (up to 250 words).

a. Contributors may re-use unmodified abstracts for any non-commercial
purpose. For on-line uses of the abstracts, Wiley-Blackwell encourages but
does not require linking back to the final published versions.

b. Contributors may re-use figures, tables, data sets, artwork, and selected
text up to 250 words from their Contributions, provided the following 
conditions are met:

(i) Full and accurate credit must be given to the Contribution.
(ii) Modifications to the figures, tables and data must be noted.

Otherwise, no changes may be made.
(iii) The reuse may not be made for direct commercial purposes, or for

financial consideration to the Contributor.
(iv) Nothing herein shall permit dual publication in violation of journal

ethical practices.

COPYRIGHT TRANSFER AGREEMENT

Date:                                                           Contributor name:

Contributor address:

Manuscript number (Editorial office only):

Re: Manuscript entitled 

(the “Contribution”) 

for publication in (the “Journal”) 

published by (“Wiley-Blackwell”).

Dear Contributor(s):
Thank you for submitting your Contribution for publication. In order to expedite the editing and publishing process and enable Wiley-Blackwell to 
disseminate your Contribution to the fullest extent, we need to have this Copyright Transfer Agreement signed and returned as directed in the Journal’s
instructions for authors as soon as possible. If the Contribution is not accepted for publication, or if the Contribution is subsequently rejected, this 
Agreement shall be null and void. Publication cannot proceed without a signed copy of this Agreement.

CTA-A

http://www.wiley.com/go/funderstatement


D. CONTRIBUTIONS OWNED BY EMPLOYER

1. If the Contribution was written by the Contributor in the course of the 
Contributor’s employment (as a “work-made-for-hire” in the course of
employment), the Contribution is owned by the company/employer which
must sign this Agreement (in addition to the Contributor’s signature) in the
space provided below. In such case, the company/employer hereby assigns to
Wiley-Blackwell, during the full term of copyright, all copyright in and to the
Contribution for the full term of copyright throughout the world as specified in
paragraph A above. 

2. In addition to the rights specified as retained in paragraph B above and the
rights granted back to the Contributor pursuant to paragraph C above, Wiley-
Blackwell hereby grants back, without charge, to such company/employer, its
subsidiaries and divisions, the right to make copies of and distribute the final
published Contribution internally in print format or electronically on the Com-
pany’s internal network. Copies so used may not be resold or distributed externally.
However the company/employer may include information and text from the
Contribution as part of an information package included with software or
other products offered for sale or license or included in patent applications.
Posting of the final published Contribution by the institution on a public access
website may only be done with Wiley-Blackwell’s written permission, and payment
of any applicable fee(s). Also, upon payment of Wiley-Blackwell’s reprint fee,
the institution may distribute print copies of the published Contribution externally.  

E.  GOVERNMENT CONTRACTS

In the case of a Contribution prepared under U.S. Government contract or
grant, the U.S. Government may reproduce, without charge, all or portions of
the Contribution and may authorize others to do so, for official U.S. Govern-

ment purposes only, if the U.S. Government contract or grant so requires. (U.S.
Government, U.K. Government, and other government employees: see notes
at end)

F.  COPYRIGHT NOTICE

The Contributor and the company/employer agree that any and all copies of
the final published version of the Contribution or any part thereof distributed
or posted by them in print or electronic format as permitted herein will include
the notice of copyright as stipulated in the Journal and a full citation to the
Journal as published by Wiley-Blackwell.

G. CONTRIBUTOR’S REPRESENTATIONS

The Contributor represents that the Contribution is the Contributor’s original
work, all individuals identified as Contributors actually contributed to the Con-
tribution, and all individuals who contributed are included. If the Contribution
was prepared jointly, the Contributor agrees to inform the co-Contributors of
the terms of this Agreement and to obtain their signature to this Agreement or
their written permission to sign on their behalf. The Contribution is submitted
only to this Journal and has not been published before. (If excerpts from copy-
righted works owned by third parties are included, the Contributor will obtain
written permission from the copyright owners for all uses as set forth in Wiley-
Blackwell’s permissions form or in the Journal’s Instructions for Contributors,
and show credit to the sources in the Contribution.) The Contributor also 
warrants that the Contribution contains no libelous or unlawful statements,
does not infringe upon the rights (including without limitation the copyright,
patent or trademark rights) or the privacy of others, or contain material or
instructions that might cause harm or injury.

CHECK ONE BOX:

Contributor-owned work

Contributor’s signature Date

Type or print name and title

Co-contributor’s signature Date

Type or print name and title

Company/Institution-owned work

Company or Institution (Employer-for-Hire) Date

Authorized signature of Employer Date

U.S. Government work Note to U.S. Government Employees
A contribution prepared by a U.S. federal government employee as part of the employee’s official duties, or
which is an official U.S. Government publication, is called a “U.S. Government work,” and is in the public
domain in the United States. In such case, the employee may cross out Paragraph A.1 but must sign (in the
Contributor’s signature line) and return this Agreement. If the Contribution was not prepared as part of the
employee’s duties or is not an official U.S. Government publication, it is not a U.S. Government work.

U.K. Government work Note to U.K. Government Employees
(Crown Copyright) The rights in a Contribution prepared by an employee of a U.K. government department, agency or other

Crown body as part of his/her official duties, or which is an official government publication, belong to the
Crown. U.K. government authors should submit a signed declaration form together with this Agreement.
The form can be obtained via http://www.opsi.gov.uk/advice/crown-copyright/copyright-guidance/
publication-of-articles-written-by-ministers-and-civil-servants.htm

Other Government work Note to Non-U.S., Non-U.K. Government Employees
If your status as a government employee legally prevents you from signing this Agreement, please contact
the editorial office.

NIH Grantees Note to NIH Grantees
Pursuant to NIH mandate, Wiley-Blackwell will post the accepted version of Contributions authored by NIH
grant-holders to PubMed Central upon acceptance. This accepted version will be made publicly available 
12 months after publication. For further information, see www.wiley.com/go/nihmandate.

ATTACH ADDITIONAL SIGNATURE

PAGES AS NECESSARY

(made-for-hire in the
course of employment)
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